In addition to reporting DTS prediction results TISs in Arabidopsis on the test set, as described in the text of the main manuscript and the Supplementary Material 1, we also tested the predictions of the tool on the entire Arabidopsis genome, with exception of those TIS sites in the genome that were used for ANN weights training, feature generation and early stopping with validation. For this test we achieved sensitivity of 90.75% and specificity of 92.25%. This test was performed in order to avoid any bias in selection of the test dataset.
